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How to Analyze It?

2
< 4



12821

" 0

: 123124
25674
12
13

25
44



> 7
0:: 5>. ;[ s >
O” > ) )] /1 )] ;*++8; @1A'
? *B.A
http://www.cytoscape.org/download.php?file=cyto2 4 1

UCSD (T. Ideker); SBI (L. Hood); Tel-Aviv Universit vy (R. Shamir, R. Sharan);
ICSI, Berkeley (R. Karp)
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142 N 1.7986% 0.12764% | 0.0017393 9.6072 0)
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(Use Notepad to create a .txt file. Save it in your own folder)
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http://www.weizmann.ac.il/mcb/UriAlon/index.html

0 mfinderl.2.exe

Input file preparation: Use the file prepared for the Pajek software to find
the motifs with 3 nodes, after modifying it, as show below.

Format: <source node> <edge node> <edge weight3
Example: 121
311

Perform a run using DOS window:

- Start -> Program -> Accessories -> Command Prompt

- Change to the directory, where you keep the mfindé.2.exe file

- Run the command “mfinder 1.2 6input network file name> —s <motif size>
-r <number of random networks>

(e.g., mfinderl.2 network _exmp.txt —s 3 —r 1000)
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